. Values of RD and correlation coefficients describing the micelle-bound form of ASyn (1XQ8). Top row-Entire chain ; bottom row-1-95 fragment. * eliminated residues include: 36-38, 47-49, 51-53, 67-69, 85-94 (excess hydrophobicity) and 20-22 (hydrophobicity deficiency). Rows labeled "β-strands" correspond to beta folds in the amyloid structure. Rows labeled "Amyloid" represent the status of the corresponding fragments in the ASyn amyloid. Table S4 . RD values and correlation coefficients for models generated by the presented software packages for the 1-140 sequence of ASyn. Values listed in boldface correspond to RD ≥ 0.5. Table S5 . RD values and correlation coefficients for models generated by the presented software packages for the 1-30 sequence of ASyn. Values listed in boldface correspond to RD ≥ 0.5. 
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